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Plasmid sequence map with selected features 



Amplification Color Code Key
Sample Color

EL9262 Light Blue

EL9264 Red

HF9298 Dark Blue

GK0936 Purple

GK0932 Light Green

LN2588 Yellow

LM2221 Dark Green

gBlock Pink

Water Orange

 Magenta 



F1



SV40



NeoR/KanR 1



NeoR/KanR 5



Spike 1



Spike 2



Spike N-1



Spike N-2



Molecules/uL of target amplicons determined by qPCR

Region EL9262 EL9264 GK0936 GK0932 LM2221 LN2588

F1 58248910 81963892 67273582 74900037 17720463 444200

NeoR/KanR 5 38443662 42004366 34100181 38943419 6903579 278299

NeoR/KanR 1 113737278 77559526 121753209 103066588 21642547 486552

SV40 54607868 53770247 81363217 88913037 17971496 579232

Spike N-1 743980839 747919246 439702710 385839500 N/A N/A

Spike N-2 274426950 162208004 111918508 99064536 N/A N/A

Spike 1 405952538 267616016 211571150 207407773 118294409 1880585

Spike 2 3288688433 1465156584 2357441564 2110388951 1747117428 21268798



Alignment to 
the Plasmid



Number of reads that aligned to Plasmid

Vaccine Lot
Total Number of 
Reads

Number of Reads That Aligned to the 
Plasmid

EL9262 4.74k 3.5k

EL9264 4.91k 4.3k

GK0936 25.48k 23.8k

GK0932 16.31k 14.9k

LM2221 2.45k 1.8k

LN2588 3.03k 2.8k



Counts of reads that span entire target amplicon 
(visible by qPCR)

Region EL9262 EL9264 GK0936 GK0932 LM2221 LN2588

F1 78 71 473 297 25 77

NeoR/KanR 5
54 62 409 261 25 55

NeoR/KanR 1
64 88 530 316 39 78

SV40 69 76 440 240 23 50

Spike N-1 26 36 252 198 9 23

Spike N-2 35 48 220 161 9 14

Spike 1 33 59 305 216 12 27

Spike 2 43 73 283 212 13 39



Average DNA Piece Length - Approx. 200 base pairs

EL9262

EL9264

GK0936

GK0932

LM2221

LN2588 - 1

LN2588 - 2



Quantification of DNA in each dose of modRNA

● The following slides contain the process of obtaining average values
○ Spike 2 was omitted from calculating the average due to unreliable amplification in PCR
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Spike 2 was omitted from calculating the average due to unreliable amplification in PCR



Estimated quantity of DNA per Dose of modRNA

Target EL9262 ng/dose EL9264 ng/dose GK0936 ng/dose GK0932 ng/dose LM2221 ng/dose LN2588 ng/dose

F1 5.20 5.87 4.57 5.17 1.49 0.03

NeoR/KanR 5 3.43 3.01 2.32 2.69 0.58 0.02

NeoR/KanR 1 10.10 5.56 8.28 7.12 1.82 0.03

SV40 4.87 3.85 5.53 6.14 1.51 0.04

Spike N-1 66.40 53.57 29.89 26.65 N/A (primer mismatch?) N/A (primer mismatch?)

Spike N-2 24.50 11.62 7.61 6.84 N/A (primer mismatch?) N/A (primer mismatch?)

Spike 1 36.20 19.17 14.38 14.32 9.96 0.13

Spike 2 293.00 104.95 160.26 145.76 147.03 1.47

Spike 2 was omitted from calculating the average due to unreliable amplification in PCR
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